Batch removal

When a project contains multiple libraries, the data might contains variabilities due to technical differences (e.g. sequencing machine, library prep kit etc.)
in addition to biological differences (like treatment, genotype etc.). Batch removal is essential to remove the noise and discover biological variations.

® General linear model
® Harmony
® Seurat3 integration

Copyright © 2018 by Partek Incorporated. All Rights Reserved. Reproduction of this material without express written consent from Partek
Incorporated is strictly prohibited.


https://documentation.partek.com/display/FLOWDOC/General+linear+model
https://documentation.partek.com/display/FLOWDOC/Harmony
https://documentation.partek.com/display/FLOWDOC/Seurat3+integration

	Batch removal

